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Abstract: Based on chaos game representation of DNA sequence,the authars obtain a 6-component vector P0G HEESE
whose elements are the leading eigenvalues of corresponding measure matrices to represent the DNA F E-mail Alert
sequence, The correlation distances among introduced vectors are applied to compare the similarities of the } BSS
coding sequences of the first exon of beta globin gene of 11 different species. The results are basically XA e
coincident with their evolutionary relationship, -
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