Chinese Journal of Chemistry 200523 (2): 185-189 1SSN: 1001-604X CN: 31-1547/06

FULL PAPERS
TR 4K A O B TR 28 R R FIMALDI-FT M S73#t
W, TR, JE
ARG L, P ERFEERE BRSO, LI 200032
Wk F 3 2004-2-27 &[0 H ] 2004-10-27 MR A H 1 B2 W

BB ARG AR IR, IhH IR A TMALDI-M S #r,

WY ST M BB A T EE TN 2 LRI S . 1R W R4 KA A AR R 1 BL 2 TR AT 58 £ 52 AR e,
T AT R T2 AR U I 20 Bk, B L2 TR (0 954 T 1AM AR

J& T LA SR AL 356 B R RCR o IXAN 7 VAR S S TR PR SR 03 A i T A AR K PR 8P

Kbt EJLER MALDI-FTMS, K

R

Amino Acids Analysis by MALDI Mass Spectrometry Using Carbon Nanotube as Matrix

ZHANG Jing, WANG Hao-Yang, GUO Yin-Long*
Shanghai Mass Spectrometry Center, Shanghai Institute of Organic Chemistry, Chinese Academy of Sciences, Shanghai 200032, China

Abstract Twenty common amino acids have been analyzed successfully by matrix-assisted laser desorption/ionization mass spectrometry
(MALDI-MS) using carbon nanotubes as matrix. From the spectra, little or no background interference or fragmentation of the analytes has
been observed. This method was also applied to the analysis of amino acid mixture successfully. Carbon nanotubes have some features such
as large surface area to disperse the analyte molecules sufficiently and prevent the sample aggregation and strong ultraviolet absorption to
transfer energy easily to the analyte molecules. The present method has potential application for the rapid and sensitive analysis of amino
acids and their mixture.
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