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Separation and Characterization of 4 Related Impurities i
n Puerarin Bulk Drug by HPLC-UV-FTICRMS/MSN

WANG Peng-yuan; WU Cai-sheng; WU Song; ZHANG Jin-lan

Institute of Materia Medica, Chinese Academy of Medical Sciences and Peki
ng Union Medical College, Beijing 100050, China

Abstract The molecular structures and mechanism for the fragmentations of the related impuritie
swere proposed by the MS"™ and HRMSS results obtained by high performance liquid chromatogr

aphy-ultraviolet detector-fourier transformion cyclotron resonace mass spectrometry(HPLC-U
V-FTICRMSMS"). The molecular compositions of the related impurities and some of the fragm
entations were confirmed by the HRMS datas. Four related impurities in puerarin bulk drug wer
e separated. Their [M+H]" ion peaks are m/z 433.112 95, 433.112 92, 417.118 01 and 417.11
8 01, respectively. They are identified as 3'-hydoxypuerarin, genistin-8-C-glucoside, neopuerari

n B and neopuerarin A on the basis of fragmentation mechanism and reference data.
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