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Clustered microRNA Tend to Regulate More Common
Target Genes

MicroRNAs (miRNAs) are one class of 22 nt, endogenous single—stranded RNAs which can regulate
the mRNA expression at the post—transcriptional level. Previous analysis revealed that human miRNAs
tended to cluster in regions on chromosomes. In this paper, the authors analyzed genome—wide
predicted target genes of the miRNAs members within each cluster. They found that the ratio of
overlapped target genes between miRNAs member in the clusters is significantly higher than that of
random sampled miRNAs pairs, which indicates miRNA members within the same cluster tend to have more
common target genes. Detailed analysis of the binding site between miRNAs and the target genes
indicate that there are two types of binding sites: one is that two miRNAs within the same cluster
competitively bind to the same binding site in the same target mRNAs; the other is that two miRNAs
within the same cluster synergicly bind to different binding sites in the same target mRNAs.

PN At

microRNA; FifAmiRNA (pre-miRNA) ; A% AImiRNA (clustered miRNAs) ; miRNA JE[RZH %~ (microRNA genomics)



