AL 1989 16 (4): 263-268 I1SSN: 0379-4172 CN: 11-5450/R

YH 32 I 21 R 16 SrRNAJE ] (19— 2 45 ¥4 43 #7
ERE, VEVIY, T OB

5 H ORI, i

KR H BREHY MgREAHY E2HM

HEE RSCHGE T ISR S A 16 STRNASE R I A U S 5 i L3 156bpR13 " i T 101bplf A% BRI o
TSI SR 16STRNAFE A K 2 1491bp,  FIHHEL, FKRAHLL, [RIYRFEE 4> 4998, 5% 96. 1%, JHIZEIH- 4% K 16SrRNAJKE
57 g B3 iy NUERINUT e T AN R — AN ROKI IG5k, (HSMEAELL, B33 i FUETA 79bp
BB, Rk, AZEE M ZEE R MU =4y 2 —.

Jegtin phsEmg A 16STRNAZKE BT 0

%G

The Complete Nucleotide Sequence of Brassica napus Chloroplast 16S
rRNA Gene

Gao Jiaguo,Wang xunming,Wang Qi

Institute of Genetics,Fudan University,Shanghai

Abstract
The complete nucleotide sequence of a 16S rRNA gene and its flanking sequence fr

om Brassica napus chloroplast has been determined.The 16S rRNA gene is 1491 bp
i n length,having 98.5%,and 96.1% homology with those of tobacco and maize
chlorop last,respectively.The large stem and loop structure can be constructed from
the sequence surrounding the 5" and 3’ ends of the 16S rRNA gene.The stem is
about h alf shorter than that of tobacco,due to a 79 bp deletion in Brassica napus
chlor oplast.
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