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摘要  本文在对人类基因组单核苷酸多态性(SNP)的概念做简要说明的基础上,系统地介绍14种检测分析SNP的技
术和方法的原理、操作要点及其优缺点。 
Abstract:Based on summarizing the single nucleotide polymorphisms (SNP) of human genome,14 methods 
for detection were reviewed in detail,including the principle,operational point,the advantages and 
the disadvantages of each method.
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