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A Model for Drosophila melanogaster Promoter
Prediction

Based on the statistical analysis of D. melanogaster promoter characteristics, the M1(1) and M6
(1) were calculated. By utilizing intrinsic features, take the hexamers frequency of polIl promoter
sequences as parameters of diversity source, Increment of Diversity with Quadratic Discriminant
(IDQD) model was used to predict promoters. The non-promoter sets were selected from introns and
coding regions. The predicted results of 10-fold cross—validation exhibited that the sensitivity was
93% for promoter vs CDS, and 89% for promoter vs intron. It was showed that IDQD could improve
predictive capability.
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