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Abstract

The genetic polymorphism of serum cholinesterase (E.C.3.1. 1.8, CHE) in three
Chinese populations was studied, using methods of Kalow et al. And Harris et al.
The three populations are: Yi in Butuo County, Sichuan Province (197 Lasa
individuals), Tibetan in Lasa City, Tibet, (100 indiduals) and Hani in Yuanjiang
County, Yunnan Province (170 individuals). Phenotyping was carried out according
to the dibucain number and fluoride number of each individual by Motulsky’s
standard. The result shows that there are three individuals identified as usual
type+fluoride-resistant type (UF) in Yi population, two UF individuals in Tibetan, and
three UF individuals in Hani people. The homozygote and heterozygote of atypical
type(i.e. dibucain-resistant type) have not been found, neither have the
homozygotes of fluoride-resistant type. Thus, the E1f gene frequencies in Yi,
Tibetan and Hani populations are 0.0076, 0.0100 and 0.0088 respecively, and the
common allele E1u frequencies are 0.9924, 0.9900 and 0.9912 respectively. The
phenotype distributions of ChE in the three populations fit the Hardy-Weinberg law.
The allele frequencies in the three populations are consistent with that of the
Mongoloid.
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