Wifl 2004 26 (6): 831-835 ISSN: 0379-4172 CN: 11-5450/R

2R A K2 L N5 X 2 5000

AEEL WAL hEL EPAL teek, £

LR A e s R 2 e, L4360 265200: 2.5 L R MR KB RHE F b, B Pida %
712100;3.# Hofeb =y, 1l 4 H.274400

Wk H O BRI H Y Mg R A H B B H

W e, BIERRILE . AR LR LU S S S ORISR 45—, [ — ARk i274
AAME R WEFTA L, FHRT S 4 S 18 1 226 K0 (GH) 3£ [R5 X 1126 —239bp Ll K 225—429bp H B, 37147221

ZeSSCPP T R MIIAFAE 2 45k o #E26—239bp J1 BE Ly PR IR K2R A R LD AN 2 5, oAb F il =)
BBRUAMARL S s 7E225—429bp B b, A EFSLL CORAMMAELE o XA BUR2E5 Y (AA, BB; CC, DD) 4}

SR AL (1) 26—239bp i BL_FAARIZEZE6007 &AL T C—TIHIZRAS, 21 RAEMIECHER, (2) 225
—429bp BE I, DDIUAFTESALSEAS, 435K 26407 FHT—C, 29207 FHT—A, 3720V HC—T. iR %55 g 1 VR SL I 5k
A K5 M X AP 91 2 A1k

KE 1i2E AERKBMEIEP PCR-SSCP nift £ &flk

Ve Rt

Polymor phism Analysis of the Goat Growth Hormone Genein the
5';Regulatory Sequence

LI Mei-Yul,MIN Ling -Jiang®,SunGuo-Qiang,PAN Qing -Jiel,Shen Wei2 WangGuang-Lian®

1. College of Anima Science and Technology,LaYang Agricultural University,Lal Yang Shan

7 e he
ARIAFE B
¥ Supporting info
¥ PDE(OKB)
¥ [HTML 4= 3] (0K B)
» 275 ik
k55 5 I 15
P JUASCHETR SR R
b AR A
BT A A
P IR
k Email Alert
b 30 7 45t
b 0 B0 BB
HRAF B
P AT A “CE” [ AR
WA SCAEF ARSI
FRE
AT
EINLEE
KA
et
I

Dong,265200;2. College of Animal Science and Technology,North-West Agricultural and Forestrory
University,Yang Ling ShanXi,712100;3.Caoxian Agriculture Bureau , Caoxian Shan Dong 274400

Abstract

The polymorphism of goat growth hormone gene in 5<sup>'</sup>-region in 274
goats including Lubei white goat, introducted Boer goat, pure bred Boer goat ,
hybrid generation 1 of LuBei white goat and Boer goat , backcross of hybrid
generation 1 and Boer goat were detected by PCR-SSCP with two different pairs of
primers. The result showed that in 26-239bp most of the Boer goats and hybrid
generation presented as AA genotype,while most LuBei white goats presented as
BB genotype. In 225-429bp all breeds presented as more CC genotype.The
amplified fragments of AA,BB and CC, DD of the two fragments were cloned and
sequenced . The result showed that in 26-239bp AA genotype had one substitution
mutation at 60 site(C—T), and base C losing at 211 site and DD genotype had
three substitution mutations at 264 site(T—C), 292 site(T—A) and 372 site(C—T) in
225-429bp. The results above-mentioned first confirmed that there were
polymorphisms in 5<sup>'</sup=> region of GH gene.
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