4L 200123 (3): 247-350 1SSN: 0379-4172 CN: 11-5450/R

JE 1 PCRIF)FE [R50 BB () ) . Generation of Non-
homologous Competitor DNA for Competitive Q uantitative
PCR

MR, 4: 78, B IS CHEN Ran, JIN Zhe, MAO Yu-min

5 ERAE R Rl 2 e AT i oA TR K p e %, Bifg 200433 State Key Lab of Genetic
Engineering, Institute of Genetics, Sc hool of Life Sciences, Fudan University, Shanghai 200433, China
BR B R EE MaicmEan 2 EM

WZ #37 THCVRNAFITERTmRNA[K) 3% 4+ & SPCRARZL . X BB 1k 7 v it IR TSR B O3 e 425 |
Yy, ARTEEAY R AT BDNA, [ e BETIUDNA K BE . 1% R BE S 3R B P i 5 | 907 3 s A [E 41, TE )
Prk s DRI AT A A A [RIE S TR o 1K Ay sl A RN FRUBAR IR v, TR B3 AT, 3@ YT ) .

Abstract: It cannot be neglected sometimes that the error caus ed by the “heteroduplex DNA” that
occurs accompanying with the homologous comp etitor DNA which is usually used in the competitive
quantitative PCR (CQ-PCR). H ere a method is developed to generate non—homologous competitor DNA
for CQ-PCR d etection of the interest DNA, based on low—stringency amplification of cross—spe cies
DNA with a pair of linker—-primers which are designed according to partly h omologous sites of the
interest DNA primers in cross—species’ DNA. With the meth od, the non-homologous competitor DNAs
for the HCV RNA and hTERT mRNA are genera ted from E. coli DNA respectively, then the CQ-PCR
systems are established for t he 2 species RNAs with the RRTR (Repeated reverse transcription
reaction). The method is multi-adaptive and easy to apply
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