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Abstract The half-lives of different mRNAs in Eukaryotic cells vary greatly. There are many
elements can influence mRNA stability, including cis—acting factors and trans-acting factors.
Evidences show that there exist complicated mechanisms in cells that regulate mRNA stability,
degradation and expression. Recent results have defined three mRNA degradation pathways in
Eukaryotic cells: deadenylation—dependent mRNA decay, nonsense—mediated mRNA decay and
endonuclolytic cleavage. Among these pathways deadenylation—dependent decay is the most general
pathway.
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