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Construction and Application of the WEB Interface of Blast Package
PR il: 2001-3-7 RS 2001-5-17
FifT4's: 20010634

foce: BBl LinwdBE RS JRik9  Blast#R{; WEBYiM ‘EWfEE%

LY oekiE: microcomputer Linux operating system intranet Blast software WEB interface bioinformatics

FEEIH : TR ERE GRS A HTIT ST A 5135 42 (9905105) . [H 5K 4R RF# 3L 410 H (39900041, 399000745 i 4517 H (39730310) . ¥ % < <863~ 17 H (863-102-
10-04-04) 43 % By .

(=4 HLpE

K B E R E BN B2 2 T AR R 2 2 5 R 1 A AT S, bt 100850
KA Rl R Ao o R R K S &, i) 430070

DR PH I HE B LA BB B AT S TR AL 2 5 AR AL AT A, B 100850
Kisk A ARV R AE AR a0t e o B TR K S0 3, 1Y 430070

B HEA TR R BB B A S TR AL 2 5 A AR AL AT A, BT 100850

W RO 91
TR 4
PO

BT R (Intranet) P IPC/Linuxii 4525 , HIEE T /74 RIJETE - BTk A-BlastiWEBFL I . JRsk M P 1) BT V1S ALE8) ml ST WEB ) 28 U il IR 45 2 AT A 3t
B A B BRI, RO . RO, BEEI AL SEIR BRI S e T A ORI PO B T 55

YA T

Based on a microcomputer installed with the Linux operating system and integrated with the intranet environment, the Blast software wit
h the WEB interface was constructed for visualized sequence similarity analyze. All of the users in the intranet could visit the WEB Blast se
rver using WEB-browser to analysis their sequence easily. The databases to be searched might be either the public database such as EMBL or Ge
nBank nucleic acid sequence database and SwissProt amino acid sequence database or the private sequence databases prepared by themselves. Res
ult demonstrated that this intranet WEB Blast environment is very useful in large-scale nucleic acid sequences and amino acid sequences analy

sis.

PR KM FEPDFIY LSS

T3 TT046 A7 15 1] 2.

FEIpfr: rp BB B A Y B TR b E A A s ATk, bR X KT 155
RS 010-64888459 L H.: 010-64889892 fl4m: 100101 Email: prog@sunb. ibp. ac.cn
KRG Z AT B, BEREIE: 010-62862645, Mfik: http://www. e~tiller. com

I ICP£505002794 5



