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Abstract: Random amplified polymorphic DNAs (RAPDs) were used to investigate bulked genomic DNA
polymorphism of seven pig populations including Taihe Guanchao, Yongfeng Tengtian Spotted, Ruijin
Spotted, Xingguo Chayuan, Shangyou Spotted, Wanan Spotted, and Lean Spotted pig. Eighty random primers
were screened, of them, 16 primers generated polymorphic markers with total number of 44.The genetic
distance index matrix indicated that the genetic relationship between Taihe Gaunchao and Ruijin
Spotted pig population was the closest,while that between Xingguo Chayuan and Laan Spotted pig
population was the farthest.Our molecular phylogenetic trees constructed by UPMGA and NJ methods
were in general consistent with that based on biochemical, immunogenetic and cellular genetic
markers except for differences in some populations. It was inferred from this study that all pig
populations examined could be temporary classified into one breed, however, the population genetic
character of Taihe Guanchao and Wanan Spotted pig populations should be further evaluated
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