WAE2ER 2007 34 (1): 17-25  1SSN: 0379-4172 CN: 11-5450/R

W

7 JN B A= JR A Jo A% e P (0 Bk A2 A F 5
INAERL, BREL 2, AT, S 3, K

1. VAL RMEH R 2E 3R 22 BE, B R 2y A B S %, Mk 712100;
2. RN R 224 i 5 43 1 B BT, AR 2211165

3. RS RM 22 B, #$PH 471000

W e H 3 2006-3-17 15 [0] H 3] 2006-6-25 K 2% i & A H 3] 2007-1-9 252 H ]

I 2

J T MDNAG TP HR7R 28 ) A B AL 2 A5 PE RO BEA I AL g5 0y, 3T T2 )Rt B2 ML, AFFREE T
1245384 (Bos taurus) i FHAFRICAIN T 90LZE R4 T AN S LA R L2 5. 4REMH, R
JIBEEA-BEAAR A, 124N R s R B T 247N 25 R, &7 A7 ZE I 7E 13 (INRAOOS) ~33> (HEL13)
2R, PR R R S RIEO 214 A RS L DR BUR T 3 AN 538 RS BRI L (Ne)
S ar 142, 6229F111. 8852, A7 s FIYFERIBRIAFE 77 22 (V (pij) ) HK2. 6036 X 104#61485;4. 124N F 2L
RUOTHIIREE A2 B (Ho) RT3 HI3E 244 (He) 760. 7842 (INRA005) ~0.9775 (BM315) F10. 7952 (BM315) ~
0.9446 (HEL13) ZJil, 1247 S~FL2 A B &8 (PIC) #£0. 7653 (INRA005) ~0.9420 (HEL13) X ja), ~F1y
30, 8965. 12N B SIS JE T m 2 A A, X RIAZE N BB BT s il #4024 S R F ' stk 2
M, REBRRMERE . 120D EA S P e85 (F) 25-0.0076, BIASA7 A5 1 IS BEA R,
Rl ZfHardy—Weinberg “PHTIHIFEEA K.

Kt 17

e

ZNEHE: BLEDNA: 2T

Study on Population Genetic Characteristics of Qinchuan Cows Using
Microsatellite Markers

Weibin Sunl, Hong Chenl,2, Chuzhao Leil, Xueqin Lei 1,3, Yinghan Zhangl

1. College of Animal Science and Technology, Northwest A & F University, Shaanxi Key Laboratory of
Molecular Biology for Agriculture, Yangling 712100, Ching;

2. Institute of Cellular and Molecular Biology, Xuzhou Normal University, Xuzhou 221116, Ching;

3. College of Animal Science and Technology, Henan Sci-tech University, Luoyang 471000, China

Abstract

<P=>To evaluate the genetic polymorphisms and to search for available molecular
markers for Qinchuan cattle, 90 Qinchuan cows were genotyped with 12
microsatellite markers. A total of 247 alleles were detected, with the number of
alleles ranging from 13 (INRAOO5) to 33 (HEL13), giving a mean number of 21
alleles per locus. The total and mean effective allele number were 142.6229 and
11.8852, respectively. Mean sampling variance of the allele frequency was 2.6036
x 10-4. Allele size ranges of the 12 microsa-tellite loci were different. The observed
heterozygosity and expected heterozygosity were from 0.7842 (INRAOO5) to
0.9775 (BM315) and 0.7952 (BM315) to 0.9446 (HEL13), respectively. Mean
observed heterozygosity and mean expected heterozygosity were 0.9117 and
0.9047, respectively. Polymorphism information content values were from 0.7653
(INRAOO5) to 0.9420 (HEL13), and mean polymorphism information content of the
12 microsatellite loci was 0.8965. All the 12 microsatellite loci were highly
polymorphic, which showed that there were rich genetic polymorphisms at these
detected microsatellite loci in Qinchuan cows. At the 12 microsatellite loci, the mean
fixation index was <I=>&#</1>61485;0.0076, reflecting that the degree of
heterozygote defect at these loci was not high and deviations from Hardy-
Weinberg equilibrium were not significant.</P>
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