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Principles, Progress, and Prospect of Biomolecular Computing Systems in Vive
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Biomolecular computing model in vivo is an emerging computing model inspired from the hiological phenomena that the
hiochermical malecular in living perform computation, communications, and signal processing collaharatively, The study may
have far-reaching influence in computer science, biology, and medicine. This paper reviews recent computing models which
are proposed to wark at the cellular level far hiomaolecular logic circuits and hiomaolecular automata. The future research
directions on inwivo birmolecular computing are also presented.

1996-2009 B ERISFEEFRAE SEFS | RICPE05002857
HibE = B = BEE a2 SHREER ¢ 100864 Emailbulletingcasho.ac.cn
HAEEF L IERB TR ERETR A

L F#PDF |L FEAEEFL |
EEEEIEE R

L Email Alert ﬁ||\ RssiTiR “I

fEER T
BrrZERFRIT EIL AR, 1.
1978 FiiE. BAiEEAEEITE. &4
ERFEAEFAS L. EFRRFARIT
WHE, THEFBARFESNTEEL
RERE N, By BATRE— S M
MR ST, E-

mailzrliv@Exmu.edu.cn



