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摘要摘要摘要摘要 为了揭示麻疯树(Jatropha curcas)天然种群的遗传多样性和遗传结构, 采用聚苯烯酰胺凝胶垂直平板电泳技术, 对采自四

川、云南、贵州3个省的10个麻疯树天然种群的叶片样本进行了同工酶分析。7个酶系统10个位点的检测结果表明: 麻疯树种群水平

上的遗传多样性较高, 每位点平均等位基因数为2.428 6, 多态位点百分率为97.14%, 平均期望杂合度为0.396 4。种群间遗传分化

系数为0.041 3, 种群间总的基因流较高, 为5.808 9, 种群间遗传一致度较高(Shannon信息指数为0.921 7– 0.995 3)。非加权

类平均法(UPGMA)聚类结果显示, 10个种群的遗传距离与地理距离相关性不显著。麻疯树天然种群具有较低程度的遗传分化、较高

的基因流, 种内及种群内多样性丰富, 这为麻疯树优良品种的选育提供了良好的遗传基础。
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Abstract： Aims Our objectives was to investigate the genetic structure and diversity of ten natural 

populations of Jatropha curcas. Methods Seven loci encodings were detected by vertical polyacrylamide gel 
electrophoresis. Important findings The genetic diversity of J. curcas was high at the species level with a mean 
number of alleles per locus of 2.428 6, percentage of polymorphic loci of 97.14% and a mean expected 
heterozygosity of 0.396 4. A low level of genetic differentiation among populations (0.041 3) and a high estimate 
of gene flow (5.808 9) were detected together with a high level of genetic identity among populations (0.921 
7–0.995 3). Unweighted pair-group mean arithmetic cluster analysis suggested that the genetic distances 

among populations were weakly correlated with their geographic distances. The results provided a good genetic 
base to select varieties. 
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