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Abstract

Based on the design of degenerated oligonucleotides according to the conservative
regions of nine 3-hydroxy-3-methylglutaryl-CoA reductases from nine plants and the
total RNA extracted from Taraxacum kok-saghyz, a HMGR named TKHMGR was first
obtained using the techniques of degenerate RT-PCR and RACE. Comparison of the
amino acid sequence homology and system evolution analysis show that, TKHMGR
belongs to the new members of the HMGR gene families. At the same time, the gene
expression in different organizations was analyzed using fluorescence quantitative
method. The cloning, bioinformatics analysis and expression analysis of this gene
laid a foundation for further research on its function.
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