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Study on Randomly Amplified Polymorphic Genome DNA
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Abstract

With 25 10-basic primers, the genomes DNA of three groupes of diploid and tetraploid
Antirrhinum majus were randomly amplified. The results showed the fingerprinting of diploid
Antirrhinum majus and that of its autotatraploid were different with cultivars and primers; The
DNA sequences were changed besides polyploided during polyploided inducement on
Antirrhinum majus. So the abundant germresource was offered for breeding new cultivars.
The fingerprinting can offer molecular evidence for identifying new cultivars of Antirrhinum
majus and establish the basis for protecting new cultivars.
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