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3 TG RMCIREE K T105AZE R R I 2 254, FF T iZ2 B S RBOERBAM M, FE11LRAMNEFTF RS 5L5
JAZRRAMLBOIFHRERDNA, IR B MR A, RITPCR-RFLPEI A, SIMCIRIELPKIT105A%E K A HEAT HE R £ &4k b, I
FHZEEDH FEDNAREAT sa Bl s FH e AR s Al S M I e 2% 5 v A W 3 IR e 2 25 bE S B 2 R A e M. &
PCR-RFLPA T4 SRR W, T105AFE R R4 B 2 &M, RIUNA. BN FERIFIAA. ABKBB SFPEENAL, AL B
S A7 FL PRI 24 S T2, 9T%RI127. 03%, FEPIZAEE (H) 40. 39, FEKMAATZ K55. 86%, BBJ9.91%, ABJy

34. 23%. XFT105AZ Z4E i BYDNA se B0 7 5 R B,  MCIRIE DRI E 4 Al 55 10547 2 ILBR (1) 2505 1 28 — AN IS AT AE HHGEIA
HI AR R A, %R FEER 1060 B AR KA HINE R W A E RS . GEvh 200 25 LR WAMCIREE K T105AE [A]
JER) 2 05 B O MIRAAEE B WA, X0l AE & i T AMRE AR 2S00 H R bR, HL 8 SN A T
B, ME AR OR AR B DT SOMC TREE PR 6 T (6 2

Abstract: In order to detect the polymorphism of T105A in MCIR gene in dogs and to analyze the
relationship between the genetic polymorphisms and phenotypes of dog coat color, the blood samples
of 111 cross—breed dogs were taken and their genomic DNAs were extracted. The phenotypes of dog
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coat color were recorded. The T105A locus of MCIR gene in the canine was detected through the
technology of PCR-RFLP. Furthermore, the polymorphic fragments at T105A were sequenced. The
relationships between the polymorphism of T105A and coat color trait were analyzed by the
statistical methods of bivarate correlation analysis. By the method of PCR-RFLP, the T105A
polymorphism was found with two alleles A and B and three genotypes AA, AB and BB. The frequencies
of two alleles were 72.97% and 27.03%, respectively. The heterozygosity of T105A locus was 0.39
The frequencies of three genotypes were 55.86%, 34.23% and 9.91%, respectively. According to the
results of sequencing, one base change from G to A at the position 105 was found at T105A locus and
it altered amino acid at the position 105 from alanine to threonine. According to the statistical
analysis, no significant association between the polymorphism of MCIR gene and the coat color was
found and the result may be due to the differences of genetic background. Further research on MCIR
gene should be done in pure breed dogs.
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