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Abstract

In this study, the full-length cDNAs of RPL15 (ribosomal protein L15) gene were
cloned and sequenced from fifteen fishes of five orders under Teleostei. The
complete ORF sequences were analyzed for phylogenetic reconstruction for the first
time to evaluate the potential of <I>RPL</1>15 gene as a novel marker in resolving
teleostean phylogenetic relationships. The resultant NJ, MP and ML trees with
<I>Anguilla japonica</I> as the outgroup were generally resolved and largely
congruent with the morphology-based tree though some incongruities were
observed. The incongruities were then analyzed for some explanations. The results
suggested that: (1) <I>RPL</I>15 gene was highly conserved during eukaryotic
evolution; (2) <I=RPL</1>15 ORF might be a good phylogenetic marker for resolving
teleostean relationships. It might be especially appropriate for the higher-level
relationships (such as interordinal), and it was possibly suitable for lower-level
relationships as well. The same can be true for other eukaryotes.
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