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Diversity of culturable microorganismsfrom
erosive bamboo dips of Kingdom Wu

CHAI Li-yuan, CHEN Yue-hui, HUANG Yan, YANG Zhi-hui

(School of Metallurgical Science and Engineering, Central South University, Changsha 410083, China)

Abstract:8 bacterial strains and 1 fungus strain were isolated from steeping fluid of the erosive bamboo dlips using bacterial and
fungal medium, and the bamboo dlips were derived from Kingdom Wu during the Three-Kingdoms period and were stored in
Bamboo Slips Museum of Changsha, Hunan Province, China, which were eroded severely by microorganisms in the storing period.
Based on the cultural, morphological characteristics of the strains, and sequence analysis of the nucleic acids (parts sequence of
16SrDNA of the bacteria strains and 18SrDNA and I TS of the fungi strain), the bacteria belong to seven genera (Bacillus,
Acinetobacter, Staphylococcus, Pandoraea, Novosphingobium, Cupriavidus and Comamonas) of four different classes (Bacilli, o-
Proteobacteria, B- Proteobacteria and y-Proteobacteria), and the fungus strain shows great similarity to Aspergillus.
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