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Studies of the Relationship of HLA Polymorphisms and the
Infection of H.pylori in the Population of Linqu in

Shandong Province
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TR IR X A N (A1 BT (HLAD T RN 2 M S el NEFTE (Hp) R R, ERFS
R o 1R A lEeE ) V. (PCR -SSP 1777k, A IUHpBHIEAFE (90%1) FIHpMIPE AHRE (4961) MIHLA T ZRANIT
FEENIED . GERAEHLA T8 (AL By CW) [YFE68AMNEA LR Z &, RINAERGE S FRIE g NP AEfEAN 3
P2 ST s fEHLA 1125 (DRB1. DQBLFIDRB3. DRB4. DRB5) [dt2oAM%fiitR L, WHRINEENES

IR sS.  A%02  ZEAIERISNE, HpPHMEAR T BIPE ABE (OR, 0.56; 95%CI, 0.33~0.94; P , 0.029) ;
BrASZE T FL P, HpPHMEAEF B AE (OR, 0.15; 95%CI, 0.03~0.72; P , 0.007) ;  CW08
[(STBZY 2t FEPRMHi %, HpPHPEAR T-HolA¥E ABE (OR, 0.32; 95% CI, 0.15~0.69; P , 0.003) ;  CWxl5

sy R R, HplH ok s T-Hp B ABE (OR, 5.11; 95%CI, 0.63~40.90; P , 0.024) . Z59LKBIHLA 1 2%
S f BRI 2 S PEFT RS 5 L0 AR I I X Hp i B et A7 5%, HLA - T 2REEM N 2 SR S H k. HLA 1 2%

SERLFERI,  CWH15T] BERHpB AL IR B LRl A%02. B*48FICWx08 W] BE 2 (R4 3L .

Abstract: In order to analyze the relationship of HLA polymorphisms and the infection of H.pylori
in the population of Linqu County in Shandong Province, polymerase chain reaction with sequence
specific primers(PCR SSP) was used to determine the alleles of HLA type [ and Il in 90 Hp positive
persons and 49 Hp negative controls. The results showed that among the 68 alleles of HLA typel, 4
alleles were found significantly different between Hp positive and Hp negative population, while
no significant difference was found among the 22 alleles of HLA typell.Hp positive persons had a
lower allele frequency of  A*%02  (OR=0.56, 95% CI=0.33~0.94; P =0.029) , B*48  (OR=0. 15,
95% CI=0.03~0.72; P =0.007) , CW%08  (OR=0.32, 95% CI=0.15~0.69; P =0.003) and a higher
allele frequency of CWx15  (OR=5.11, 95% CI=0.63~40.90; P =0.024) compared with Hp negative
controls. Our results indicated that the polymorphisms of HLA type | is involved in the genetic

susceptibility of Hp infection in Linqu County, while the polymorphisms of HLA typell may have no
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relationship with the genetic susceptibility of Hp infection. It was shown that among the alleles of
HLA type I, CW%x15 might be a susceptible gene of Hp infection while  A*02,B*48 and CW*08
might be protective genes
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