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Zinc Finger Protein 161 gene in Chinese with or Without
High Myopia
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JatfiR AR S T, S5 A IRAL R R R T e ZFP16 1 3L RIS 5 i IR AL AH G . &5 SRR . 1. ZFPI6LFE R N
BT LR SR ATAFEATI P H I AN SEAS, RIIVST 58~59584% (1/204) , %S RANAFAE T i BEIR LA IR

2. ZFP161 3[R Ah B 280 55 168 5 il Ak fHCER % A, BAla56A1a%34r (Codonb6 GCC—GCA, Alab6Ala) (5/204),
ALAETIER BT (3/116) , IRELE T B MIER M, 45 e E R AR R AT, 9125 AL
o [ B Al P T (R A S . Abstract: To investigate the association between variations of
ZFP161 gene and high myopia, A total of 204 probands with simple high myopia(<-6.0 dipoters) were
collected while 116 normal persons from different families without high myopia or related disease
were used as controls. Genomic DNA was prepared from the peripheral leucocytes. The coding
sequences of ZFP161 gene in 320 subjects were analyzed by using exon—-by—exon PCR-heteroduplex—SSCP
analysis. ldentification of the Variations by cloning and sequencing, combinated with controls and
family analysis, was used to disclose the correlation between ZFP161 gene and high myopia. A
mutation of ZFP161 gene was identified as an insertion of AT before the 58th nucleotide of intron 1

(IVS1 58-59) (1/204) and a variation of ZFP161 gene was identified as a heterozygous C to A of the

7 e he

ARIAFE B
¥ Supporting info
¥ PDE(OKB)
¥ [HTML 4= 3] (0K B)
» 275 ik
k55 5 I 15
P JUASCHETR SR R

b AR A5
BT A A
P IR
k Email Alert
b S0 A
k0 S BHE B

FHRAT B
b AT
iiE
P SCAEE FHOG R
EHE
5
BREA
AL
BhA

50 H

& CEEE”

168th nucleotide in exon 2 (Codon56, GCC—GCA, Alab6Ala). Alab6Ala is a non—sense mutation
identified in 5 of the 204 patients and 3 of 116 controls. No evidence shows that these variations
are responsible for high myopia.
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