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Construction of Frankia Genomic Libraries and I solation of Clones
Homologous to Nodulation Genes from Rhizobium leguminosarum*

Cui Yuhai, Qin Min, Wang Yanling, Ding Jian, Ma Qingsheng

Laboratory of Molecular Genetics,Guangxi Agricultural College,Nanning

Abstract

High molecular genomic DNAs were isolated by using the lysozyme plus
achromopept idase system from Frankia strains At4,Ccol and Hr16,the root nodule
endophytes o f Alnus,Casuarina and Hippophae respectively,and used to construct
genomic libra ries in pLAFR1,a broad host range cosmid vector within many gram-
negative hosts. The genomic libraries were screened by in situ colony hybridization
to identify clones homologious to common nodulation genes of Rhizobium
leguminosarum,based o n the sequence homology of EcoRI-digested Frankia total
DNA to nod ABC from Rhiz obium meliloti.Several clones showing relatively strong
hybridization were found ,the recombinant plasmid was isolated,and their
homology with Rhizobium nodulati on genes was confirmed by spot
hybridization.Further work on these positive clon es is now underway.
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