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Abstract
<P><FONT face=Verdana> Six gene libraries of Saccharomyces cerevistae 7209-
1A (&) were constructed efficiently ith cosmid pHC79 DNA ligated at their BamHI,

Pstl, and Hindlll sites,using HB101 and SC294 as recipient strains.<BR> Several

factors affected the construction of the libraries. With proper extent of he

restriction enzyme digestio-n of yeast DNA, F/V ratio for ligation at 15/1

DNA concentration for ligation at 200-250 Vg/ml and BHB2688/BHB2690

for in vitro packaging t 5/1, we got rather high efficiency of library construction
(106 CFU/pg vector NA) and low Apr Ter% (down to less than 10% or even

5%) , <BR> We found the complementation (supression) effect on the
auxotrophs of leuB, proA in HB101) , leu6, inetB1, hisl, and aro G6 (in SC294, a gift
from Dr. G. Hobom) . The requencies of complementation of these six genes are
between 10—a-10'4, while the pontaneous reversion rates in leu, pro, his, met,
and arc, mutants are lower than 10-6 Aa rsult, we conclude that genes (.Lent,
Pro, Met, His, and Arg) on the inserted frag.-ment of yeast DNA in the hybrid
plasmid can be functionally expressed in E doli.<BR> We also found high
frequency (>30%) of cotransducti}on of Pro+ with Leu+ phenotype n yeast gene

library in HB101. We have concentr—ated yeast Leu2 gene or supressor or more

than 7_04 time; after repackaging and retesting for complementation w.it't Yeleu5
and pYeleu7 DNA.</FONT></P>
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