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Linkage Analysis of Five Genesin Pigs Using Radiation Hybrid - BB
Clone Panel

LI Yin-Xial ,HU Yan-Biao!, ,CHEN Je!, ,LIU Hong-Lint, ;XU Yin-Xue! -

JANG Zhi-Hua?

1CoIIege of Animal Science and Technology, Nanjing Agricultural University, Nanjng
210095, China

2Department of Animal Sciences, Washington State University, Pullman, Wa 99164-6351 ,
USA

Abstract

<DIV align=center>RH (radiation hybrid) has proved to be an effective
method in constructing human genome maps (including ESTs, STSs and
microsatellites). In this study, based on the information of five human
genes (<I>FMR</I>1, <I>IDS</I>, <I>FATE</I>, <I>BGN</I>,
<I>F8A</I>) on the X chromosome, the linkage relationship of these five
genes in pigs were analyzed by a panel of 96 radiation hybrid cell lines.
The results showed that <I>FMR1, IDS, FATE, BGN, FS8A</I> were in the
same linkage group, when LOD was set at 4. When LOD was set at 5,
<I>FMR</I>1 and <I>IDS</I> were in the one group,<I> FATE</I> and
<I>BGN</I> in the other group, and <I=>F8A</I> was in a group by
itself.</DIV>
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