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Abstract:During the last few years, advances in livestock genome projects have been

remarkable. Species—specific genetic maps exist for pig, chicken, cattle, sheep, horse, and deer with
marker intervals of 5 to 20 cM. These maps have been essential for the identification of genes and
genetic markers associated with importantly economic traits in livestock.In this paper, advances of
gene map, comparative map, the genes for importantly economic traits and quantitative trait loci
(QTL) mapping were briefly introduced in sheep.
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