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Studying of Restriction Patterns of Mitochondrial DNA from Indice Rice
IR36 (Ory za sativa L.)*

Yang Jinshui,Virginia Walbot

LIngtitute of Genetics. Fudan University, Shanghai 200433; 2.Department of Bio logical Sciences,

Stanford University, Stanford, CA94305

Abstract

Combination of CHEF and electrophoresis on lengthened agarose gel was shown t
o have high resolution for Hindlll, EcoRIl, BamHI, Sall,xbal and Xhol restriction
fragments of IR36 mt-DNA. The sum of th emolecular weight of fra gments yields
minimum molecular weight estimates of 227, 253, 253, 294, 239 and 283 kb for Hin
d 111, EcoRl, Xhol BamHI, Sall and Xbal, respectively. 9 probes from mitochondri al
genomes of rice and maize were used to hybridize restricted mtDNA of IR36. It was
proved that rice mito genome contains repetitive sequences by their hybridi zation
behavior.
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