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Resear ch of uncorrelated linear discriminant analysis based on support
vector machine
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Abstract

The classification of tissue samples based on gene expression data is an important problem in medical diagnosis of
diseases.In gene expression data, the number of genesisusualy very high (inthethousands) compared to the number
of datasamples (inthetens) . thatis, thedatadimension islargecompared to the number of data points (suchis
undersampled problem) .Too high dimension (the number of features or genes) makesthe task of classification quite
challenging.This paper presents that ULDA and SVM are combined to classify colon tissue samples.Compared to other
methods, the effect of classification isimproved, the results prove the feasibility and effectiveness of this method.
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