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DNA algorithm of two kinds of full permutation problem based on sticker
model
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Abstract

Sticker DNA agorithms of linear full permutation and circle full permutation are proposed based on the vast parallelism of
sticker model, and the differences between the algorithms are illustrated. The operation steps are given through an
instance, and simulation experiments are carried out to illustrate the biochemical processes.The fina correct results are
gotten.Consequently, the feasibilities of the algorithms are proved.At last, the complexities are analyzed.
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