HEN TR SNA 2009 45 (25): 31-34  ISSN: 1002-8331 CN: 11-2127/TP

WAL, BT

F T 08 -0 Ak 1Y 5 R 3

gepptl, BEEL, S ESS, kg

L K22 BEHEARS L, Kb 410082

200 K IFENLSIEE S, K 410082

3IAE R AAERE, Kb 410082

WeFE H 1 2008-10-22 &[0 H 1 2008-12-25 W 4% i & A5 H #1 2009-9-8 #:57 H 1

THEE SR R S 2R BOPR A R A T A 2 1 A A DRIEAT 0 E AR TL AR 1 o) BN 5 ) T4 /N A S0 P 3 223
Bl RIS AE e 45 S b SR FH WO A S W SJEAT A AR B DR AR R 8, IR I RE A SR 28U o Ak H AR R
B, AEARUE S JEUERFE 1 R I KBRS T S R BV (K S 2 . SEB g SR I, 4t P PRI e 7 Y B A
R 214 65 1 S 1) P36 HH 599 28 DG I B PR P4

R ARTERE WUREOLIE  BEDNIESE
425 TP18

Gene selection based on filtering-optimization

GONG Li-zhuan!, LIANG Guo-biao!, CAI Li-jun®3, JANG Lin-bo?

1.Educational and Technical Service Center, Hunan University, Changsha 410082, China
2.College of Computer and Communication, Hunan University, Changsha 410082, China
3.Software School, Hunan University, Changsha 410082, China

Abstract

This paper first uses the relevant coefficient standard to filter the genes, which is advantageous to reduce the redundancy
and the hunting zone of the optimized algorithm at the sametime; Then it uses the ant colon optimization strategy in the
result to select the subset of genes and it takes the clustering effect as the optimization objective function, which
guarantees the accuracy of classification and greatly reduces the computation complexity of the method synchronously.The
experimental result indicates that the gene selection method proposed in the paper can select the subset of related genesin
very short time.
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