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siRNA design for H1N1 based on multi characters
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Abstract:

Aiming at H1IN1 gene and starting from the point of RNAI, siRNA prediction is conducted by means of
multi characters analyses, such as sequence and structure. First 46 viral sequence's PA fragments in
year 2009 are analyzed. Then the siRNA target genes with strong ability of interference are selected on
the basis of the secondary structure of siRNA target sequence. Our research reveals that the
outbreaking HIN1 virus in 2009 is characterized by steady heredity, high sequence conservativeness,
uniform siRNA target gene sequence, and high conservative structure. This method can be employed to
choose the possible siRNA and obtain less but more valuable siRNA target genes by further sifting. It
provides a new idea for the design of complex sequence siRNA, and it is of instructional significance for
optimal design of siRNA. The research is helpful to the study of HIN1 treatment by RNAI.

Keywords: bioinformatics RNA interfering small interfering RNA secondary structure

Wee E 391 &l E T g RRCA AT H
DOI:

HEIH -

EHx ARFIFILEINEH (60673099, 60873146, 60971089)

AR 5K (1971) , 55, mIEER, W RS RS R

1 2 18 A 2 X672 (1962) | J | B0 |18 2R S0 0F 5T 07 1) - AR 05 8. 2% .E-mail:lyn@jlu.edu.cn
£ # Email: lyn@jlu.edu.cn

3.7 N RS

2% 30K -

ZSTENIES VS

¥ RIhhe
AfF R
* Supporting info
» PDF(606KB)
F [HTMLA: 3]
F Z:2% U HR[PDF]
r 27 R
k555 45t
r EASCHETE A IR
» AR5
PN HE AR
r 5| AR
* Email Alert
» SCE
B I RS
r AEYE R
» RNAI
» siRNA
r IREHY
76
PR
» AR
» ki
r HEH5E
F Article by Liu, Y. N.
* Article by Chang, E. P.
* Article by Li, Z.
* Article by Zhang, G.
* Article by Tian, M. Y.




pss
{0
&

%
|| AL | |

A

%

il ity || 9454
i

Copyright by A R2E2EH (L4 MR)



