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Abstract

The SSH library of differently expressed cDNA was constructed, in which the
tobacco with salicylic acid stimulated served as the tester, and one with water
sprayed as the control. Analysis showed that most of the inserted fragments
were 200~500bp. Twelve clones were selected randomly and sequenced. The
BLASTN homology analysis on GenBank revealed that seven clones had
homology with tobacco resistance genes, one clone was homologous with PR1a,
other three were homologous with oxygen—evolving protein, aquaporin 1 and
ertl3 gene, only one was a new cDNA with no homologous sequence.
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