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A refined three-dimensional molecular model of x-casein has been Citing Articles
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contained many of the features of the initial model, including two
sets of antiparallel Rsheet structures containing predominantly
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presented: 1) using Cys as potential intermolecular disulfide binding

sites and 2) using the two sheets as possible hydrophobic self-association sites, without Cys
interactions. All structures yielded good stabilization energies and are in agreement with chemical,
biochemical, and physical chemical results obtained for x-casein.
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