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Impacts of salicylic acid on polychlorinated biphenyl removal and microbial community structure in historically PCB-contaminated soil
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Abstract: This study evaluated the effects of nutrition and salicylic acid amendments on PCB removal, soil dehydrogenase activity, bacterial community structure and
the relative abundance of bphA genes in long-term polychlorinated biphenyl-contaminated agricultural soil from an e-waste recycling center in Taizhou, Zhejiang
Province. Nutrition and salicylic acid additions significantly increased PCB removal compared to the controls (p<0.05) and tri-chlorinated biphenyls had the highest

removal rates compared to higher chlorinated biphenyls. Similar trend was observed with PCB removal rate and soil dehydrogenase activity, and the highest PCB

removal and soil dehydrogenase activity were observed in 10 mmol-kg'1 salicylic acid treatments. PCR-DGGE profiles showed that Burkholderia sp., Pandoraea sp.,
Pusillimonas sp., Sphingobium sp., Methylobacterium sp. and Ralstonia sp. were only detected in salicylic acid treated soils. Shannon index showed that the microbial
-1

diversity was the highest in 10 mmol-kg™' salicylic acid treatments (p<0.05).Real-time PCR revealed that no significant difference was observed in the relative abundance

of bphA gene, while bphD.1.B, bphD.1.C, bphD.2.A and bphD.2.A/B genes were significantly induced in nutrition and 10, 20 mmol-kg'1 salicylic acid treatments.
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