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Microorganism analysis in biotrickling filter for treatment of waste gas containing styrene by PCR-DGGE
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Styrene removal could be achieved with high efficiency in the biotrickling filter packed with ceramsite. There are a large number of coccus and rod bacterial
in the biotrickling filter. The microbial community structures in the biotrickling filter for styrene removal were assessed by polymerase chain reaction-denaturing
gradient gel electrophoresis (PCR-DGGE). Based on 16S rDNA sequence data, results show that the predominant bacterias for degradation of styrene are methylophilus,
alpha proteobacterium, delta proteobacterium, two uncultured bacteriums. The dominant bacteria, methylophilus, takes up 50.5%; while alpha proteobacterium and

delta proteobacterium are take up 16.9% and 11.6%, respectively.
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