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TR S AR RE M TEER (LEAL) 895" A5 8Lvk —ANEREF R F 519 (BmS1, EmS2) o BUKELAEFIAIDNAJRLRR,
FIFH Y EAAH1T (Chromosome Walking) ¥, 343 7 EmdkFREA® 4T LE836bp AORFFEDNASY BL. HEAT -5 AR5 B
oM. GERRW], IXBIONAFF SN — R AR R B P B R DNA R B o 25 51138 A R 3 T 3R AR TEAF TATA-box ICAAT-box,
KISERTRERA A 3) FiEtk . &H LDDREVAIZANABRE, 2 f 5 1 AT BESZBIABARI T A5 5% A 1915 & & H 11 AG-notif AIIAELRE
—motif, ZEH) TS S EI0IAIA S TEMHA R RN . S A2 PRY-repeat MIANTCTCACA-Motif, %R3IT i BOTHE AT
B, SRR, BRI T BT RE N REE SRR F, AR AR TR R IR A

According to the sequence of soybean seed Em gene from Genebank, two reverse primer was designed and
synthesized. A DNA fragment of 836bp upstream of the coding sequence of Em gene was amplified by chromosome
walking with the genomic DNA of Glycine max as the template.Sequence analysis showed that the fragment was a
novel DNA sequence.Using Bio. Informatics software, it was found the fragment contained the core elements of
promoter including TATA-box and CAAT-box, so that it could be possibly the promoter sequence of Em gene. In
addition, the fragment contained some putative cis—elements, such as a DREl-motif, two ABRE-motifs, an AG-motif
and an ELRE-motif etc, constituting the drought/salt—induced promoter activity.Then, it is found that the
fragment contained two RY-repeat motifs and a TGTCACA-Motif, indicating the potential seed-specific promoter
activity.Based on above preliminary analysis, it is suggested that the fragment might be the promoter of Em
gene with induced promoter activity and seed-specific promoter activity.
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