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Upland rice with drought tolerance, poor, and wide adaptability, is a special genetic resources of rice PR

breeding. In order to make the better use of upland rice resources for rice breeding, 49 accessions of _

upland rice germplasm (25 accessions of Hainan shanlan upland rice, 4 accessions of hybrid rice, 20 SO

accessions of others area upland rice) were analyzed by random amplified polymorphic DNA (RAPD). Article by Yu,y

22 primers were selected and used to establish the RAPD fingerprints of the germplasm. There were Article by Ye,t

375 bands of totle, 306 polymorphism bands and were accounting for 81.60%. The RAPD data were
clustered using UPGMA method. The genetic similarity coefficients among 49 germplasm ranged from
0.546 to 0.952 with a mean of 0.828. Based on the difference of the similarity coefficient, the upland
rice could be distinguished among Hainan shanlan upland rice and other areas of germplasm, upland
and RD rice, upland rice of china and foreign. The similarity between the C class and the D class were
the nearest, and followed by the [ class in the order from near to far. Clustering based on RAPD
showed that the groupings of most cultivars were corresponded to their pedigrees. The study will
provide molecular basis for the breeding, germplasm analysis of Upland Rice.
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