W E RO REHE SR 2011, 13(1) 9-14 DOI:  10.3969/j.issn.1008
0864.2011.01.02 1SSN: 1008-0864 CN: CN 11-3900/S

AWES | PES | R | R (FTEIAT]  [RH]
YRR ARt

JUANHR A2 PR 0 3 B 3R T ) a8 A% AL I R

FRELIREW2, HEW2, £& %2, 5 HF1,RFKM3

(L HR AL RS, HORr A8 fE st ol [ SR e B0FT s, 20 730070 2. o & AR BL 22 Be T 5T,
vy 323k 044000 3.+ FERLA Bl A WU S TR I RE I 4127 R 5K s 30 %, Jbat 100101)

W

DU AR SRS 5 7 13RI AR 14 0 M0k, Sl R AT B A S04 MR T IR ZE Rl (GhPIP, GhAPX, GhCYP,
GhWRKY) I EREHMG TN LRBHAE, B85S HAGALR. FFRE MmN SREWE4NIE
RAMER @G ALE T RIS G FIRER T AR AR A B i R 2= 5, (H AR M ES AL
Fo HEXEBACK(pCAMBIA 2300) ALk, #3% KT GhWRKY [l & 0k W3 M T i R il 5. ik
ik AR T 2R s B T Ae R AN RIGhCYPULE 35 H I T A A 205 5%, i ANEE S (L
GhPIPHIGhAPX i 2 £k 4 45 i R rP S B ARSI . PCRYE SE 45 36 WISk A5 B AR MR 10 #4640 R 804 W S 1 2%
fho FIRGERIGREM SIIREAFRIMIER, M R IA S AR R M s R e M s e e bR, ikt
PR FHR 35 B T AR, IR AR A T R AR AL I A e A P R B3 IR 1) 5 N 75 200 AR R R AR O /Nl 7 — 4
BV LA S B A {H

ES 5 E R AR N RIS A (2

Effects of Different Cotton Genes&prime|Over-expression on Genetic
Transformation

LI Yuan-baol, LUO Xiao-li2, XIAO Juan-li2, WANG Zhi-an2, SI Huai-junl, WU Jia-he3

(1.Gansu Key Laboratory of Crop Genetic and Germplasm Enhancement, Gansu Agricultural University,
Lanzhou 730070|

2.Institute of Cotton Research, Shanxi Academy of Agricultural Sciences, Shanxi Yuncheng 044000|
3.State Key Laboratory of Plant Genomic, Institute of Microbiology, Chinese Academy of Sciences,
Beijing 100101, China)

Abstract:

Four plant overexpressive vectors containing different cotton genes (GhPIP, GhAPX, GhCYP and
GhWRKY) were respectively transformed into 2 cotton cultivars, Jihe 713 and Jinmian 14 mediated by
Agrobacterium. Kanamycinresistant callus from 2 varieties were all successfully induced, which then
differentiated somatic embryo, and eventually regenerated plants. The results showed that the
differences of callus induction, somatic embryo differentiation and plant regeneration were significant
among the 4 kinds of vectors containing various cotton genes, but no significant differences were found
between the 2 cotton genotypes. Compared with those transformed control vector pCAMBIA2300, the
over-expression of transcript factor GhWRKY in cotton tissues significantly reduced the ratio of explants
callus induction, calli somatic embryogenesis and plant regeneration. The GhCYP's over-expression
also lowered the ratio of callus induction, due to its regulatory function. The over-expression of GhPIP
and GhAPX had no adverse effects on the process of callus induction, embryogenesis and plant
regeneration. The PCR detection results of regenerated plants showed that there were no obvious
differences among the transformation rate. The above results indicated that the over-expression of
genes with different structure and function could affect the efficiency of cotton genetic transformation,
especially the transcript factor and regulatory protein, and will provide theoretical basis and practical
value for measuring the necessary workload and population size in cotton genetic transformation of
different genes.
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