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By the method of orthogonal design, the reaction system for SRAP-PCR m ASAFFARIC T
olecular marker in pear was established and optimized, 15 ng / mL DNA, 0.5 pmol/L Primer, 0.1 PubMed

mmol/L dNTP, 2 mmol/L Mg 2% ,1.5U Tagq DNA polymerase in 20 pL reaction system. The
polymorphism and the segregation patterns of the SRAP markers in the F 1 progenies from two

pear cultivars (Red Bartllet X Nanguo pear) were studied using 20 primer combinations. The resu

Its showed that the polymorphism of the SRAP markers in the F 1 population was high, and the
frequency of the segregation loci was 44 59%. The segregation patterns included Mendelian,
deviation from Mendelian and new segregation loci, and their frequency and number were
83.33%,110;16.67%,22; 2.55%,8 respectively. All the above could provide some theoretical basis for
the further work of theconstruction of pear genetic map and relevant study.

Keywords: pear molecular marker SRAP segregation pattern
ki H 1 2010-10-26 & [EI H I W4 ki H 3

DOI: CNKI:22-1100/S.20110402.1046.0

FEETH :

I TR RRHE O H (200820403), 370 744 #UH T RMIFE G50 H (L2010492) , 1 B AR MY K27 75 48 0T AL 5 1t
H (20092005)

TR AE &
Ve v - SBT3 18 B 9% 08 R ) - SR kAL & R 5 40P AR .
Y F Email:

22 3R -

ZSTENES Ve

1. TR EAHE |2 55 1R 9E | X IRk, 138 1 T R ARHIE L 3R AL FUH RR R AT [I]. d AR RS2 243,
2010.32(1): 68-71






