A #4) 2011, 25(5) 857-862 DOI: ISSN: 1000-8551 CN: 11-2265/S

AWHES | MES | R | SR [ATENAT] KM

HEBR 3 80E T KRG = & AR QT LI A6

BrIEY2, KOS, RAR, vt AR ENpREITH) (T
1. LV R SA AR A B A 5 0% T AR A P S0 3, V0V #E S 330045; k PDF(1KB)

2. F IR REBIF ST AR A5 1 5 T S 5/ 1 5K R4 BL o T B 31000865 b [HTMLA ]

3. WA AR BRI ST, WM K 410125 b 5% CHR[PDE]
W b 2763k

ATFST B AEHERR 3 AQT LA (O HE At A2 B AR B IR OO QT L. RN FH v 156/ 8 g2 5 B4l AL &
(RIL) BEVARAE 557 4 (5 /ARM2-RM2.4[X 1] 0 343 b AU R P IR 1 32 QL AT it e Bk X i) S ae 2 b IEASCHERR S I K

LR R (B ANRE 2R AT A T IR VLR, K T2 KRS = MR IO QTL. SR B 254 = R QTL, 3orh 84 b TR 1522

QTLATHIZEF 156/73 M52 5 RILBEVRIR 2 5 35 1 T, AL 28 77 1 5 00— B 6 NQTLAL T 2 MEATIK IR AL o s

S PEAR AR (0P PR 204 MR 11 QTLBTALIB D, B A MU B0 REARIRQTL. WOMRNE) o

QTLAH 2ANFEAI G b A KW F], o 1A FERM2-RM2141K 11 3 2 MF2 S5 5 R AR e AR, 53— ANEE RTII IR 9
X TT L [ TR AL 50.55% . i/ EEARQTLF IS5 5 (1 48 S 1 k% A QTL AT Ak M B i QTLA:  F Email Alert

ES(yioRUI[Sapaie: b0 R
NH: KR BORPERER BAALR SRR b UL 2 it
ARSI FH OE S 3
QTL ANALYSIS FOR YIELD TRAITS OF RICE IN EXCLUSION OF MAJOR EFFECT FKHE
ZHONG Juan?, LIU Wen-giang®3, WU Jian-1i2, HE Hao-hua®, ZHUANG Jie-yun? }%[Eﬁﬂwﬂi
FEAALR
1. Key Laboratory of Crop Physiology, Ecology and Genetic Breeding, Ministry of Education, Jiangxi b PR

Agricultural University, Nanchang,Jiangxi 330045;

5 ==
2. State Key Laboratory of Rice Biology/Chinese National Center for Rice Improvement, China National ASCAEHB AR H
Rice Research Institute,Hangzhou,Zhejiang 310006; PubMed
3. Hunan Rice Research Institute,Changsha,Hunan 410125
Abstract:

This study was conducted to detect quantitative traits loci (QTL) for yield traits in the exclusion of major
QTLs. In a previous mapping of QTLs for heading date and yield traits using Zhong 156/Gumei 2
recombinant inbred line (RIL) population of rice, a major QTL was located in the interval RM2-RM214 on
chromosome 7. Two lines showing the Gumei 2 genotype in this interval were selected and crossed to
derive a new RIL population. A total of 25 QTLs were detected, of which 8 also had significant effect in
the previous study and the direction of the additive effect always remained unchanged, 6 more were
located in two of the common QTL regions but significant effects were detected for 3 more traits in each
region, respectively. The remaining 11 QTLs were located in regions where no QTL for yield traits were
detected in the previous study. Two QTLs detected in the previous population was not detected in the
present study, of which one had been shown to exhibit no effect in the background of Gumei 2
genotype in the RM2-RM214 interval, and the other had a minor contribution of 0.55% to the
phenotypic variance in the previous study. Comparison between the two RIL populations showed that
efficiency of the QTL detection could be greatly improved by eliminating the effect of major QTL.
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