RESF 1R

Cotton Science

|

WAE24R = 2013, Vol. 25 = Issue (3) :247-253 DOI: 1002-7807 (2013) 0247-06

BT 95 e BHHZ | THEZ | RN | mARER << Previous Articles | Next Articles >>
) H A6 2T 4 il JBURH 5C QT LA I Bl ¥ 92 ol it B 47 288

sk, SR, BUIC, BKES, REEL EJRmE, fEEL R, RESTT

AN B HEE T XA AR Y St A I S0 =/ B SORAE S R oAb vty / WAL A RAMRER A BRI 58T, WAL A% HE, 050051

Preliminary Evaluation of Introgressed Varieties of Gossypium hirsutum and G. barbadense based on QTLs for Cotton Fiber Quality
ZHANG Jian-hong, GUO Bao—sheng*, ZHAO Gui-yuan, GENG Jun-yi, CUIl Rui-min, WANG Zhao-xiao, LIU Cun-jing, LIU Su-en, ZHANG Xiang-yun***

Key Laboratory of Biology and Genetic Improvement of Cotton in Huanghuaihai Semiarid Area / National Cotton Improvement Center Hebei Branch, Ministry of
Agriculture, P. R. China / Cotton Research Institute, Hebei Academy of Agriculture and Forestry Sciences, Shijiazhuang 050051, China

Download: PDF (591KB) HTML 1KB Export: BibTeX or EndNote (RIS) Supporting Info

W EMST7. 13, 255 Ytk EA4E R R <QTL(Quantitative trait locus)#4E /0 X [l 1485t SSR (Simple sequence repeat)
519, JASUIRTEFURIAT ZZPERIN, BFFTEE R BoRAE ST MR P 3K SSRE | W B AT Bl 25 52 22 25k, ST R A 3L 2L N SSRAY 1 5

ST < RILT AR SRS B G M, S S SRR UL . SR, AN TR L T I8 R P kT S AR T b o s aep e b IEASUERRG A

B, AT ThRicHiB R A AR T it S . FOIMAIR 5
b GRE RLES

K. Ml ZPMERJRQTL  HERRHRS b b Email Alert

Abstract: We analyzed genetic diversity of 48 cotton varieties using 48 SSR (Simple sequence repeat) primer pairs for I RSS

fiber quality QTLs(Quantitative trait loci) broadly distributed across chromosomes 7, 13, and 25. Of the 48 primer pairs,
3 yielded polymorphic bands. Correlation analysis indicated that the corresponding loci were significantly associated b KA

with fiber length and strength. Comparison with characteristic bands of Gossypium barbadense (Sea island cotton)

REA
indicated that some useful cotton quality alleles were derived from that species. These results may serve as a resource =
for molecular marker-assisted selection pyramiding of favorable traits in future breeding programs. P BTG
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