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Abstract: An amplified fragment length polymorphism(AFLP) analysis system was constructed by using Haelll/Pstl matt Aler
digested DNA to analyze different isolates of Fusarium oxysporum f. sp. vasinfectum. Three primer combinations were ¥ RSS
selected from 32 primer pairs and employed in the optimized AFLP system. Three reference strains representing (PSS
physiological races 3, 7 and 8 of F. oxysporum f. sp. vasinfectum from China were characterized by the optimized AFLP P ERG
system. Cluster analysis using data generated by AFLP makers showed the system could clearly separate all three F. boElpoHE
oxysporum f. sp. vasinfectum races. AFLP analysis of 20 F. oxysporum f. sp. vasinfectum isolates from four provinces pIE
categorized all isolates into the race 7 group in high level of Dice similarity coefficients (0.96), and the genetic diversities b AR
were observed among different isolates in the same physiological group. b ALY
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