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Research Advances in the Key Enzymes
Involved in Rice Starch Quality Regulation
Zhonghua Wangl, 2%, Tingjie Yul
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Abstract The composition, structure and accumulation of rice starch are key
factors affecting grain quality and yield. Therefore, the key enzymesinvolved in
the formation of rice starch need to be studied. With the development of
molecular biology techniques, research into rice starch quality has made
extensive progress. This review summarizes the progress of these key enzymes,
including ADP-glucose pyrophosphorylase, starch synthase, starch branching
enzyme and de-branching enzyme, and their rolesinvolved in rice starch
biosynthesis. Prospects for future research are also discussed.
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