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Morphological | dentification and Genetic Variation Analysis of EM S Mutants from Hexaploid Oat (Avena
sativa) Cultivar Baiyan 2
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To promote the genetic improvement of oat, an EMS mutation library of oat was constructed using naked oat cultivar Baiyan 2 as the material. The
morphological characteristics of the M2 population were investigated to identify the mutants and the mutation effectsin field condition, as the genetic
variation among some individuas of the M2 population by PCR with intron spliced junction primers and long random primers as well. The results showed
that there were rich genetic variations among the M2 mutants with total variation frequency of 7.17%. A total of 99 fragments were amplified from the
genomic DNA of 39 strains of the M2 mutation population with 15 intron spliced junction primers and long random primers. Of which, 65 fragments were

polymorphic with afrequency of  65.7%. The genetic similarity coefficients among those M 2 mutation individuals ranged from 0.667 to  0.973, which
indicated extensive genetic variations among the individuas. These results suggested that rich genetic variations were presented in the oat EM S mutation
population, further screening the mutantsin the key agronomic traits may greatly facility the functional analysis of candidate genes of key agronomic traits.
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