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Abstract:As the rapid variation and mutation of the races of Exserohilum turcicum (Helminthosporium'Eﬂ@l—fs‘—l—er—t
turcicum), maize varieties lost their resistance to northern corn leaf blight (NCLB) disease caused |k 33 %15t

by new races of E.Turcicum.This brought the disaster in maize production.Up to now 5 races have b 38 R s
been found. The maize resistance to E.turcicum can be divided into quantitative and qualitative ==
resistance, the former is associated with 10 chromosomes in maize,and the later includes genes of *H;ﬁé{f?,%l
t1. Ht2. Ht3 and HtN. The race variation of E. turcicum, the original gene resources and genetic N
characteristics of each Ht monogenic resistance, the chromosome location of tl. Ht2. HtN genes, and P AT BT YRR I AR

the QTL analysis of quantitative resistant genes for E.turcicum in maize were reviewed in this A SCAE S A e

paper.
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