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摘要  本文采用酶本文采用酶法和化学法测定了大麦叶绿体4 , 5S rRNA的全序列： 
其长度为95个核营酸残基。与已知的其它植物叶绿体4 , 55 rRNA序列比较，它们之间有很 
大的同源性。 
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  Abstract

  

<FONT face=Verdana>The complete nucleotide sequence of barley chloroplast 4．
5S rRNA has been<BR>determined to-bEe5' using rapid gel sequencing techniques. 
This 4.5 S rRNA is 95 nucleotides long and shows high homology with those from 
other cereal plants. In addition，the secondary structure of the 4.5S rRNA has been 
deduced based on its sequence.<BR>Received January 15, 1986.</FONT>
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