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Comparative Analysis of Differential Fragments of mtDNA between Three I sonucleur Alloplasmic CM S of
Wheat

DO,
shICOREE gz MIDNA RAPD wif il

L3 4 A - Wheat (triticum aestivum) mtDNA RAPD Clone Sequencing

& H HEEEAPIUR R (8637 1) E ok 4 1ii(No.2009AA101102) o &% i i -2 ol y5 L BURHF Bk 42 131 ] (20090204110024) ;o
A «“13115” BLEG AU LI E AR % 5(N0.2007ZDKG - 020); [/ G Al EHA f Flrh B I 25 H (No.99 - 1A ), bR MK
FARRNA SR

fe# LX v

v , N (111 . ¥ = . Bl 0. LK <A 2/ o Vs O AR A D e AN A s
=R J'{XE&EE: )(IJéTlll—v W%fd Jﬁjzm’ ﬁﬂ{&my J&%Jﬁk ﬁﬁil; Iﬁhﬁﬁ""‘/ﬂn@?@%& 712100)

WE RS RY: 168
ST HEKS: 0

PR

N T IGFACP R = [l S BN A E AR, FIFIRAPDELAR, o 4i itk | [ — % 18 /s 2 (Triticum aestivum), - 41 i 53 43 51 5k 4G
il (Aegilops kotschyi) - #7115 i Ae.bicornis) Fr i g1 7 fii - 2 2 F(T.spelta) (f) = {51l [ 1% S Jo /N 22 WEVE AR TS 5 128 i AADNA(MEDNA ) 547
FES BB 4R (D) =R RAEMDNA F2IH G2 T (2 M=MOART RMIDNAZ A BO TR, seke. SR
Lt 45 9L B OPY 0L 1517710PP02 750k 558 i /22 MDNA AT S5 v A [, [RIE 43 4y 99%N198% ., i3k y it — 0 43 /K P-4
A TSR /NN A LSBT /N AR B TR, R DO ) At BT N R R T e ik
PR

Comparative analysis of the mitochondrial DNA (mtDNA ) from three isonuclear alloplasmic CMS lines of wheat was conducted by RAPD technique.
The results showed :1.Three kinds of wheat CM S lines presented obvious difference in mtDNA.2.Three specia fragments abtained from three male sterile
lines were successfully cloned and sequenced, the results showed that the sequences of OPY01 1517 and OPP0O2 750 had higher homology with the
mitochondrial DNA of wheat (triticum aestivum), the homology were 99% and 98% respectively,which provided theoretical and technical support for
further identifying the wheat male sterile lines with cytoplasm of T.spelta and Ae.bicornis at the molecular level.
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