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RT-PCR was used to clone the full length of MYD88 cDNA of Hainan Eld’ sdeer and the bioinformatic
e R A
analysis was performed. The results showed that theMYD88 cDNA CDS was 891 bp length, encoding PER B0

246 amino acids; the protein encodedwas highly homologous to that of some mammals reported; A A A I
there is no transmembrane region; the a helix, B strands and random coil in it were 41.6%, PubMed
16.2% and 42.2%, respectively.
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