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Abstract: 3
JoE B A A KR T2
The method of PCR—SSCP was used to study the genetic polymorphism of IGF2 gene exon 4 in Red B2 FEE
Cattle. Using the linear model, the correlations of different genotypes of mutation points with the LN,

naked body and meat quality traits was analyzed. The results showed that there is a SNP site (C250G) A E AR
in exon 4. The gene has two genotypes, AA and AB. In rid fat weight, genotype AB is 3.1% higher
than genotype AA(P<0.05). Meanwhile, in bone weight and eye muscle area,genotype AB is 15.7% PubMed

and 46.05% lower than genotype AA, respectively (P<0.01). The genetic polymorphism of the IGF2
gene Exon4 probably has direct genetic effects on meat quality traits in Red Cattle.
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